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Different colors in the histograms represent
CAGE tags deriving from different tissues.
Tissue name for each ID are described here:
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rDNA(U13369):9368-9391
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CGCCAAGGGCCCACCACCGGC
CGCCGAGGGCGCACCACCGGCC
CGCCGAGGGCGCACCACCGGC
CGCCGAGTGCGCACCACCGGC
CGCCGAGGGCGCACCACCGGCTC
CCGCCGAGGGCGCACCACCGGCCCG
CGCCGAGGGCGCACCATCGG
CCGCCGAGGGCGCACCACCGGCCCG
GCGCCCAGGGCGCACCACCGGCCCG
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